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BAbstract : In the study, the

gene and genot ype polymorp hisms of FS H, ESR and PRL R in Laiwu
Bblack pigs and t heir effect s o n lit ter

8 MR snalneaedn E ot kheshz B ganatype AL A§qURNAIOWES but t he difference of t he lit ter size a2
mo ng t he t hree genot ypes was not significant . While for ESR , genot ype AA frequency was t he high2
est, and no genot ype BB was detected. Because of t he disequilibrium dist ributio n and limited samples ,
it was difficult to calculate t he lit ter size difterence of t he t hree genot ypes. For t he PRL R, genot ype

BB frequency was t he highest , but t he lit ter size of genot ype AA was 1. 94 more t han it of genot ype
BB, and the
difference was significant ( P <0. 05) . The co mbined genot ype AAAA of FS H and PRL R
genes was advantageo us. In t he breeding , selectio n of t he co mbined genot ype AAAA will furt her im2
p rove t he lit ter size of Laiwu black pigs.
BKey words : Laiwu black pig; FSH; ESR; PRLR;
Polymorp hism ; Lit ter size
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PTable 1  The genotype frequencies of FSH , ESR and PRL R and

I S I2C CONI T e

S SR A R WP LT
Genot ype Genot ype TNB TNB
Genes Genot ypes NP ; R .

dist ribution frenguencies (first parit v) (later parit v)

BFS H AA 43 0. 827 11. 11 £ 96a2. 14. 14 + 33al2.

AB 5 0. 096 10. 39 & 7320. 13.09 + 25al.

BB 4 0.077 10. 39 + 2320. 13.69 + 14al.

AA 32 0.615 10. 47 £ 64 a2. 12.91 £ 60 a2.

ESR AB 20 0.385 10. 34 + 88 a3. 15.92 = 81b9.
BB 0 0 0. 00 % 00 a0. 0. 00 £ 00 a0.
AA 2 g' ?Z; 12. 00 + 00a0. 14. 00 + 00a0.
PRLR AB o 0. 508 10. 00 + 74b3. 12. 94 £ 96al.
BB - ’ 10. 06 + 39b2. 13. 97 £42al0.

el B AN IR BRI RIS R AN RS E R (P <0.05) o 32 2 L .
Note : The data wit hin a gene wit h different superscript s are different significantly (P < 0. 05) . Table 2 is same as t his.
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PRL R HE R 2 TR LA (s LI L TN R ERIEB B EKT (P<0.05),
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0.72F1 0.45 3k , A % H & 8 B #F K 1" . xF T BHIE 2 WM ,FSH JENAT PRLR HER4&
ESR BN ZEBASIIASEIER S 52 NMFEA ] Gt R s £ AAAA LRI

TARK L BB FEA A IR AA R IR R PRLR FEED |0 AA BURAG KA
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PTable 2 The combined genotype frequencies of FSH and
R TINLIN dlld L‘Ll(? 1iLL1(? i < \/\?lll})dli OIT
LY Combined genot ypes J B BIF=AF LETH
PFS HPRL R Number tested Frenquency TNB (first parit y) TNB (first parit y)
ABAB 4 0 077 12. 00a + 00a0. 14. 00 + 00a0.
BBBB 5 0. 096 10. 25+ 71b0. 13. 00 £+ 35al.
4 0. 077 10. 39 & 23b0. 13. 69 £ 14al.
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