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The Polymorphisms of Porcine FUT [ Gene in La i wu Black Pigs and
their Relationship with Gro wth Perf ormance
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Abstract : In t his st udy , t he polymo rp hisms at M307 of FUT [ gene in Laiwu Black pigs were investigated by t he way of
PCR2RFL P and t heir associations wit h growt h performance were analyzed. The result showed t hat t here were polymorp hism at
M307 of FUT [ gene in Laiwu pigs, and t he pop ulatio n was not in a state of Hardy2Weinberg equilibrium ( P < 0. 01) . The t hree
genot ypes had no significant effect o n weight of birt h , weight at weaning day and weight at day 70 t h to Laiwu pigs ( P > 0. 05) .

It was inferred t hat t he resistance gene to ETEC F18 might be o riginated f rom western pig breeds , and t he gene play an signifi2
cant effect to t he western pigs and had no effect to Laiwu Black pigs. Furt her st udy should be validated to identif y and charac2

terize p utative Q TL and functional gene responsible fo r t he resistance to ETEC F18 in Laiwu Black pigs.
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